[Molecular-genetic analysis of maize mitochondrion regions associated with cytoplasmic male sterility].
Molecular-genetic polymorphism of 86 world and Ukrainian breeding maize lines with S-, C- and T-types of cytoplasmic male sterility (CMS) and with normal wild type mitochondrion has been researched via mitochondrion regions PCR-analysis. Molecular marker system allowed to detect and identify definite type of CMS within maize lines, as well as to differentiate lines with definite CMS type either from lines with another CMS type or from normal wild type cytoplasm lines.